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# 1. WELEsT
Metabolism Apoptosis Cell growth  DNA repair  Drug resistance Others

TS p53 EGFR ERCC1 MDR-1 ENT-1
DPD Rb-1 HER-2 XPA MRP-1 pl6
OPRT Bax PIK3CA Rev3 beta-tubulin
TP BCL-2 PTEN
GST-pi BcelXI VEGF

E2F-1

Survivin

*2 JEBIONIR

No. of patients

n=64 (%)

Sex

Male 50 (78.1)

Female 14 (21.9)
Age, years

Range 31-79

Median 61
Site

Oropharynx 30 (46.9)
Hypopharynx 34 (53.1)
Tumor status

T1 3(4.7)

T2 34 (53.1)

T3 19 (29.7)

T4 8 (12.5)
Node status

NO 14 (21.9)

N1 6 (9.4)

N2 37 (57.8)

N3 7 (10.9)




# 3. ALFFENRISKH T 2 FHIR T O L LRI (X7 v 7'V A Xik)

Multivariate analysis
95% ClI

Markers  Variables Scale Odds ratio P* value
Lower  Upper
Clinical Sex male vs female 0.24 - - 0.1501
T class T1/2 vs T3/4 0.03 - - 0.0001
Biological ERCC1  Level of mMRNA* 1.22 1.07 1.48 0.0008
p53 Level of mMRNA* 1.18 1.02 1.46 0.0244
DPD Level of mMRNA# 0.75 0.42 1.20 0.2486

*: Likelihood P from logistic regression model including all displayed factors.
#: 2"2CT x K(ERCC1:100, p53:10, DPD:100)

KA. ALFERENR L p b3 DIRTE

Response to chemotherapy

CR nonCR
p53 mutation +tive 5 10
p53 mutation -tive 15 34
Chi-square: p=0.8435




